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^ In the Claims 

Please replace the pending claims with the correspondingly numbered claims below. Claims 
^ amended herein are noted by the text in parentheses. Attached hereto is a marked-up version of the 
changes made to the specification and claims by the current amendment; captioned "Version with 
Markings to Show Changes Made." 

26. (currently amended) A method for identifying i n v i tro scr ee ning for a target molecule that 
binds to a transdominant intracellular bioactive ag e nt peptide capable of altering the phenotype of a 
cell, said method comprising the steps: 

a) introducing a molecular library comprising different nucleic acid seguences of random i z e d 
candidat e nuc lei c ac i ds into a plurality of cells , wherein said nucleic acid seguences each comprise a 
seguence encoding a candidate randomized bioactive peptide of from 4 to 100 amino acids in length , 
wh e r ei n e ach of sa i d nuc lei c ac i ds compr i s e s a d i ff e r e nt nucl e ot i d e s e qu e nc e , wh e r ei n said 
random i z e d cand i dat e nucl ei c acids ar e e xpr e ss e d i n sa i d c ell s to produc e a p l ura li ty of random i z e d 
p e pt i d e s , and wherein said nucleic acid seguences are expressed in said cells to produce a plurality of 
randomized bioactive peptides : 

b) screening said plurality of cells for a cell exhibiting an altered phenotype, wherein said altered 
phenotype is due to the presence of a transdominant bioactive peptide ag e nt ;^and 

c) identifying a target molecule to which said transdominant bioactive agent binds. 

27. (currently amended) A method according to claim 26 wherein said identifying comprises: 

(i) isolating said cell exhibiting an altered phenotype; 

(ii) isolating said transdominant bioactive peptide; and 

(iii) binding said transdominant bioactive agent to said target to identify said target . 

28. (currently amended) A method according to claim 26 further comprising the step: 

d) isolating a target molecule using 

i) said cand i dat e nuc lei c ac i d nucleic acid seguences : or 

ii) tho expr e ssion product of sa i d cand i dat e nuc le ic ac i d said randomized bioactive 
peptides . 
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^--^^ 29. (currently amended) A method according to claim 26 wherein said nucleic acid sequence s 
further compr i s e encode a presentation structure s e qu e nc e capable of presenting said e xpr e ss i on 
product randomized bioactive peptides in a conformationally restricted form. 

30. (previously amended) A method according to claim 26 wherein said introducing is with 
retroviral vectors. 

31. (previously amended) A method according to claim 26 wherein said cells are mammalian 

cells. 

32. (previously amended) A method according to claim 26 wherein said library comprises at 
least 10"^ different nucleic acids. 

33. (previously amended) A method according to claim 26 wherein said library comprises at 
least 10^ different nucleic acids. 

34. (previously amended) A method according to claim 26 wherein said library comprises at 
least 10® different nucleic acids. 

35. (previously amended) A method according to claim 26 wherein said library comprises at 
least 10^ different nucleic acids. 

36. (previously amended) A method according to claim 26 wherein said library comprises at 
least 10® different nucleic acids. 

37. (previously amended) A method according to claim 26 wherein each of said candidate 
nucleic acids is linked to nucleic acid encoding at least one fusion partner. 

38. (canceled) 
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